used. Differentiation of rhizobia into nitrogen-fixing bacrhizobia induce expression of nif genes in these nodules, although nifH transcript levels were lower than in teroids involves induction of many genes, including the nitrogenase structural genes, nifHDK. Measurement, nodules of wild-type plants (21 ± 4% of wild-type, n = 6). Reduced nifH transcript levels in LbRNAi nodules using real-time reverse-transcription PCR (RT-PCR), of nifH transcript levels in LbRNAi nodules showed that may have resulted from increased levels of free oxygen The elimination of leghemoglobin protein in LbRNAi lines enabled us to test, for the first time ever, the physiological role of these proteins in nodules. Using a needle-type fiberoptic oxygen microsensor, we found that steady-state levels of free oxygen throughout nodules were higher for the LbRNAi lines than for wild-type con- 
LjLbEntry

Oxygen Measurements
We measured free-oxygen concentrations in intact 3-week-old forward: 5#-GGGGACAAGTTTGTACAAAAAAGCAGGCTGGGTTT CACTGCACAGCAAG-3# nodules by using a needle-type fiber-optic oxygen microsensor (MicroxTX2, Presens, Regensburg, Germany) with a tip diameter of reverse: 5#-GGGGACCACTTTGTACAAGAAAGCTGGGTCATAGG CTACTCCCCAAGCA-3# less than 50 m [25]. The location of the tip within the nodule was derived from the scaling of the micromanipulator with which the These primers contained recombination sites for GATEWAY cloning sensor was driven through the tissue. 
